Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.009 Å; R factor = 0.072; wR factor = 0.199; data-to-parameter ratio = 11.6.
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Experimental
Crystal data C 20 H 28 O 2 M r = 300.42
Monoclinic, C2 a = 28.317 (2) Å b = 9.4539 (5) Å c = 13.7684 (10) Å = 111.017 (9) V = 3440.7 (4) Å 3 Z = 8
Mo K radiation = 0.07 mm À1 T = 298 K 0.50 Â 0.40 Â 0.20 mm
Data collection
Oxford Diffraction Xcalibur Sapphire3 diffractometer Absorption correction: multi-scan (CrysAlis171; Oxford Diffraction, 2010) T min = 0.985, T max = 1.000 7321 measured reflections 4697 independent reflections 2893 reflections with I > 2(I) R int = 0.034 Refinement R[F 2 > 2(F 2 )] = 0.072 wR(F 2 ) = 0.199 S = 1.03 4697 reflections 404 parameters 1 restraint H-atom parameters constrained Á max = 0.65 e Å À3 Á min = À0.26 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
O2-H2O2Á Á ÁO4 i 0.82 2.00 2.808 (7) 167 O4-H4O4Á Á ÁO3 ii 0.82 2.09 2.858 (7) 156
Data collection: CrysAlis171 (Oxford Diffraction, 2010); cell refinement: CrysAlis171; data reduction: CrysAlis171; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEX (McArdle, 1995) ; software used to prepare material for publication: CIFTAB (Sheldrick, 2008).
Figure 1
One-dimensional hydrogen bonded chains in the crystal structure of methandrostenolone.
Figure 2
Packing diagram showing the 1D motifs along b with molecules coloured by symmetry equivalence. 1.568 (11) C31-C32 1.545 (7) C11-H11A 0.9700 C31-H31A 0.9700 C11-H11B 0.9700 C31-H31B 0.9700 C12-C20 1.516 (9) C32-C40 1.537 (8) C12-C13 1.549 (10) C32-C33 1.564 (7) C13-C14 1.507 (8) C33-C34 1.509 (7) C13-C19 1.529 (8) C33-C39 1.530 (7) C14-C15 1.541 (9) C34-C35 1.518 (7) C14-H14A 0.9700 C34-H34A 0.9700 C14-H14B 0.9700 C34-H34B 0.9700 C15-C16 1.516 (7) C35-C36 1.529 (7) C15-H15A 0.9700 C35-H35A 0.9700 C15-H15B 0.9700 C35-H35B 0.9700 C16-C17 1.560 (7) C36-C37 1.575 (7) 
